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L8 RNA-Seq Data Analysis
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- Expression Quantification & Normalization
Day 1 (29%) - Identification of Differentially Expressed Genes Bix|H
- Gene set enrichment analysis
- Alternative Splicing Analysis
Day 2 (30¥) |- Alternative Polyadenylation Analysis LI
- Data Visualization
2 %> S57R!: 2018 8% 20U(W) 27 10A] ~ 8% 22%U() 2F 2A9tx]
SEUY : BK2IZHAA YT marcbyi@catholic.ac.krZ O|HY JdAte H4
[ m |
>x O

* —
g ojn
= i
0 N
1o iNE

T
rE
tjo
ok

£010] Z=A|7] HIRIL|CE]

iRl

P
- I

. 02-2258-7902 / E—-mail. marcbyj@catholic.ac.kr
AIA YA AFACE ZH|O|X| B (X2 A-MA! H|6-3%)

HL O

- http://bkplus.catholic.ac.kr

5

*5'“
o
o

AT TH = IRCG

Inlegraded Research Conter fo Gemndme Pa keingng i i



mailto:swpark@catholic.ac.kr

